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<210> 1 

<211> 1791 

<212> DNA 

<213> Homo sapiens 

<400> 1 

gtaccttgct ttgggggcgc actaagtacc tgccgggagc agggggcgca ccgggaactc 60 
gcagatttcg ccagttgggc gcactgggga tctgtggact gcgtccgggg gatgggctag 12 0 
ggggacatgc gcacgctttg ggccttacag aatgtgatcg cgcgaggggg agggcgaagc 180 
gtggcgggag ggcgaggcga aggaaggagg gcgtgagaaa ggcgacggcg gcggcgcgga 240 
ggagggttat ctatacattt aaaaaccagc cgcctgcgcc gcgcctgcgg agacctggga 3 00 
gagtccggcc gcacgcgcgg gacacgagcg tcccacgctc cctggcgcgt acggcctgcc 360 
accactaggc ctcctatccc cgggctccag acgacctagg acgcgtgccc tggggagttg 420 
cctggcggcg ccgtgccaga agcccccttg gggcgccaca gttttccccg tcgcctccgg 480 
ttcctctgcc tgcaccttcc tgcggcgcgc cgggacctgg agcgggcggg tggatgcagg 540 
cgcgatggac ggcggcacac tgcccaggtc cgcgccccct gcgccccccg tccctgtcgg 600 
ctgcgctgcc cggcggagac ccgcgtcccc ggaactgttg cgctgcagcc ggcggcggcg 660 
accggccacc gcagagaccg gaggcggcgc agcggccgta gcgcggcgca atgagcgcga 72 0 
gcgcaaccgc gtgaagctgg tgaacttggg cttccaggcg ctgcggcagc acgtgccgca 780 
cggcggcgcc agcaagaagc tgagcaaggt ggagacgctg cgctcagccg tggagtacat 840 
ccgcgcgctg cagcgcctgc tggccgagca cgacgccgtg cgcaacgcgc tggcgggagg 900 
gctgaggccg caggccgtgc ggccgtctgc gccccgcggg ccgccaggga ccaccccggt 960 
cgccgcctcg ccctcccgcg cttcttcgtc cccgggccgc gggggcagct cggagcccgg 102 0 
ctccccgcgt tccgcctact cgtcggacga cagcggctgc gaaggcgcgc tgagtcctgc 1080 
ggagcgcgag ctactcgact tctccagctg gttagggggc tactgagcgc cctcgaccta 1140 
tgagcctcag ccccggaagc cgagcgagcg gccggcgcgc tcatcgccgg ggagcccgcc 1200 
aggtggaccg gcccgcgctc cgcccccagc gagccgggga cccacccacc accccccgca 1260 
ccgccgacgc cgcctcgttc gtccggccca gcctgaccaa tgccgcggtg gaaacgggct 1320 
tggagctggc cccataaggg ctggcggctt cctccgacgc cgcccctccc cacagcttct 13 80 
cgactgcagt ggggcggggg gcaccaacac ttggagattt ttccggaggg gagaggattt 1440 
tctaagggca cagagaatcc attttctaca cattaacttg agctgctgga gggacactgc 1500 
tggcaaacgg agacctattt ttgtacaaag aacccttgac ctggggcgta ataaagatga 1560 
cctggacccc tgcccccact atctggagtt ttccatgctg gccaagatct ggacacgagc 1620 
agtccctgag gggcggggtc cctggcgtga ggcccccgtg acagcccacc ctggggtggg 1680 
tttgtgggca ctgctgctct gctagggaga agcctgtgtg gggcacacct cttcaaggga 1740 
gcgtgaactt tataaataaa tcagttctgt ttaaaaaaaa aaaaaaaaaa a 1791 



<210> 2 
<211> 193 



v. 



<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Asp Gly Gly Thr Leu Pro Arg Ser Ala Pro Pro Ala Pro Pro Val 

1 5 10 15 

Pro Val Gly Cys Ala Ala Arg Arg Arg Pro Ala Ser Pro Glu Leu Leu 

20 25 30 

Arg Cys Ser Arg Arg Arg Arg Pro Ala Thr Ala Glu Thr Gly Gly Gly 

35 40 45 

Ala Ala Ala Val Ala Arg Arg Asn Glu Arg Glu Arg Asn Arg Val Lys 

50 55 60 

Leu Val Asn Leu Gly Phe Gin Ala Leu Arg Gin His Val Pro His Gly 
65 70 75 80 

Gly Ala Ser Lys Lys Leu Ser Lys Val Glu Thr Leu Arg Ser Ala Val 

85 90 95 

Glu Tyr lie Arg Ala Leu Gin Arg Leu Leu Ala Glu His Asp Ala Val 

100 105 110 

Arg Asn Ala Leu Ala Gly Gly Leu Arg Pro Gin Ala Val Arg Pro Ser 

115 120 125 

Ala Pro Arg Gly Pro Pro Gly Thr Thr Pro Val Ala Ala Ser Pro Ser 

130 135 140 

Arg Ala Ser Ser Ser Pro Gly Arg Gly Gly Ser Ser Glu Pro Gly Ser 
145 150 155 160 

Pro Arg Ser Ala Tyr Ser Ser Asp Asp Ser Gly Cys Glu Gly Ala Leu 

165 170 175 

Ser Pro Ala Glu Arg Glu Leu Leu Asp Phe Ser Ser Trp Leu Gly Gly 
180 185 190 

Tyr 



<210> 3 
<211> 262 
<212> PRT 

<213> Homo sapiens 



<400> 3 

Met Ser Ala Pro Ala Ala Arg Ser Ala Ser Gly Ala Glu Ala His Arg 



15 10 15 

Ser Arg Ala Leu Ser Ser Pro Leu Thr Ser Trp Arg Ser Arg Val Ala 

20 25 30 

Arg Ala Pro Gin Asp Ser Ala Arg Leu Arg Ser Arg Cys Arg Pro Thr 

35 40 45 

Ser Arg Arg Asn Ala Gly Ser Arg Ala Pro Ser Cys Pro Arg Gly Pro 

50 55 60 

Gly Thr Lys Lys Arg Gly Arg Ala Arg Arg Arg Pro Gly Trp Ser Leu 
65 70 75 80 

Ala Ala Arg Gly Ala Gin Thr Ala Ala Arg Pro Ala Ala Ser Ala Leu 

85 90 95 

Pro Pro Ala Arg Cys Ala Arg Arg Arg Ala Arg Pro Ala Gly Ala Ala 

100 105 110 

Ala Arg Gly Cys Thr Pro Arg Leu Ser Ala Ala Ser Pro Pro Cys Ser 

115 120 125 

Ala Ser Cys Trp Arg Arg Arg Ala Ala Arg Ala Ala Ala Ala Pro Gly 

130 135 140 

Ser Pro Ser Ser Pro Ala Ser Arg Gly Cys Ala Arg Ala His Cys Ala 
I 45 150 155 160 

Ala Leu Arg Pro Leu Arg Arg Leu Arg Ser Leu Arg Trp Pro Val Ala 

165 170 175 

Ala Ala Gly Cys Ser Ala Thr Val Pro Gly Thr Arg Val Ser Ala Gly 

180 185 190 

Gin Arg Ser Arg Gin Gly Arg Gly Ala Gin Gly Ala Arg Thr Trp Ala 

195 200 205 

Val Cys Arg Arg Pro Ser Arg Leu His Pro Pro Ala Arg Ser Arg Ser 

210 215 220 

Arg Arg Ala Ala Gly Arg Cys Arg Gin Arg Asn Arg Arg Arg Arg Gly 
225 230 235 240 

Lys Leu Trp Arg Pro Lys Gly Ala Ser Gly Thr Ala Pro Pro Gly Asn 

245 250 255 

Ser Pro Gly His Ala Ser 
260 



<210> 4 

<211> 1830 

<212> DNA 

<213> Homo sapiens 



<400> 4 

gtaccttgct ttgggggcgc actaagtacc 
gcagatttcg ccagttgggc gcactgggga 
ggggacatgc gcacgctttg ggccttacag 
gcgtggcggg agggcgaggc gaaggaagga 
gaggagggtt atctatacat ttaaaaacca 
gagagtccgg ccgcacgcgc gggacacgag 
ccaccactag gcctcctatc cccgggctcc 
tgcctggcgg cgccgtgcca gaagccccct 
ggttcctctg cctgcacctt cctgcggcgc 
ggcgcgatgg acggcggcac actgcccagg 
ggctgcgctg cccggcggag acccgcgtcc 
cgaccggcca ccgcagagac cggaggcggc 
gagcgcaacc gcgtgaagct ggtgaacttg 
cacggcggcg ccagcaagaa gctgagcaag 
atccgcgcgc tgcagcgcct gctggccgag 
gggctgaggc cgcaggccgt gcggccgtct 
gtcgccgcct cgccctcccg cgcttcttcg 
ggctccccgc gttccgccta ctcgtcggac 
gcggagcgcg agctactcga cttctccagc 
taataagcct caagccccgg aaacccgagc 
agcccgccaa ggtggaccgg gcccgcgctc 
accccccgca ccgccgacgc cgcctcgttc 
gaaacgggct tggagctggc cccataaggg 
cacagcttct cgactgcagt ggggcggggg 
gagaggattt tctaagggca cagagaatcc 
gggacactgc tggcaaacgg agacctattt 
ataaagatga cctggacccc tgcccccact 
ggacacgagc agtccctgag gggcggggtc 
ctggggtggg tttgtgggca ctgctgctct 
cttcaaggga gcgtgaactt tataaataaa 
aaaaccgagg gggggcccgg agccaacaaa 

<210> 5 

<211> 587 

<212> DNA 

<213> Homo sapiens 



tgccgggagc agggggcgca ccgggaactc 60 
tctgtggact gcgtccgggg gatgggctag 120 
aatgtgatcg cgccgagggg gagggccgaa 180 
gggcgtgaga aaggcgacgg cggcggcgcg 240 
gccgcctgcg ccgcgcctgc ggagacctgg 3 00 
cgtcccacgc tccctggcgc gtacggcctg 3 60 
agacgaccta ggacgcgtgc cctggggagt 42 0 
tggggcgcca cagttttccc cgtcgcctcc 480 
gccgggacct ggagcgggcg ggtggatgca 540 
tccgcgcccc ctgcgccccc cgtccctgtc 600 
ccggaactgt tgcgctgcag ccggcggcgg 660 
gcagcggccg tagcgcggcg caatgagcgc 720 
ggcttccagg cgctgcggca gcacgtgccg 7 80 
gtggagacgc tgcgctcagc cgtggagtac 840 
cacgacgccg tgcgcaacgc gctggcggga 900 
gcgccccgcg ggccgccagg gaccaccccg 960 
tccccgggcc gcgggggcag ctcggagccc 1020 
gacagcggct gcgaaggcgc gctgagtcct 1080 
tggttagggg gctactgagc gccctcgacc 1140 
gaacgggccg gcgcgcttca tcgccgggga 12 00 
cgcccccagc gagccgggga cccacccacc 12 60 
gtccggccca gcctgaccaa tgccgcggtg 1320 
ctggcggctt cctccgacgc cgcccctccc 13 80 
gcaccaacac ttggagattt ttccggaggg 1440 
attttctaca cattaacttg agctgctgga 1500 
ttgtacaaag aacccttgac ctggggcgta 1560 
atctggagtt ttccatgctg gccaagatct 1620 
cctggcgtga ggcccccgtg acagcccacc 1680 
gctagggaga agcctgtgtg gggcacacct 1740 
tcagttctgt ttaaaaaaaa aaaaaaaaaa 1800 

1830 



<400> 5 

ggtaaacaga actgatttat ttataaagtt cacgctccct tgaagaggtg tgccccacac 60 



aggcttctcc ctagcagagc agcagtgccc acaaacccac cccagggtgg gctgtcacgg 12 0 
gggcctcacg ccagggaccc cgcccctcag ggactgctcg tgtccagatc ttggccagca 180 

tggaaaactc cagatagtgg gggcaggggt ccaggtcatc tttattacgc cccaggtcaa 240 

gggttctttg tacaaaaata ggtctccgtt tgccagcagt gtccctccag cagctcaagt 300 

taatgtgtag aaaatggatt ctctgtgccc ttagaaaatc ctctcccctc cggaaaaatc 3 60 

tccaagtgtt ggtgcccccc gccccactgc agtcgagaag ctgtggggag gggcggcgtc 420 

ggaggaagcc gcagcccatt atggggccag ctccaagccc gtttccaccg cggcattggt 480 

caggctgggc ggacgaacga ggcggcgtcg gcggtgcggg gggtggtggg tgggtccccg 540 

gctcgctggg ggcggagcag cgggccggtc cacctggcgg gctcccc 587 

<210> 6 

<211> 1791 

<212> DNA 

<213> Homo sapiens 

<400> 6 

tttttttttt ttttttttta aacagaactg atttatttat aaagttcacg ctcccttgaa 60 
gaggtgtgcc ccacacaggc ttctccctag cagagcagca gtgcccacaa acccacccca 120 
gggtgggctg tcacgggggc ctcacgccag ggaccccgcc cctcagggac tgctcgtgtc 180 
cagatcttgg ccagcatgga aaactccaga tagtgggggc aggggtccag gtcatcttta 240 
ttacgcccca ggtcaagggt tctttgtaca aaaataggtc tccgtttgcc agcagtgtcc 3 00 
ctccagcagc tcaagttaat gtgtagaaaa tggattctct gtgcccttag aaaatcctct 3 60 
cccctccgga aaaatctcca agtgttggtg ccccccgccc cactgcagtc gagaagctgt 420 
ggggaggggc ggcgtcggag gaagccgcca gcccttatgg ggccagctcc aagcccgttt 480 
ccaccgcggc attggtcagg ctgggccgga cgaacgaggc ggcgtcggcg gtgcgggggg 540 
tggtgggtgg gtccccggct cgctgggggc ggagcgcggg ccggtccacc tggcgggctc 600 
cccggcgatg agcgcgccgg ccgctcgctc ggcttccggg gctgaggctc ataggtcgag 660 
ggcgctcagt agccccctaa ccagctggag aagtcgagta gctcgcgctc cgcaggactc 720 
agcgcgcctt cgcagccgct gtcgtccgac gagtaggcgg aacgcgggga gccgggctcc 780 
gagctgcccc cgcggcccgg ggacgaagaa gcgcgggagg gcgaggcggc gaccggggtg 840 
gtccctggcg gcccgcgggg cgcagacggc cgcacggcct gcggcctcag ccctcccgcc 900 
agcgcgttgc gcacggcgtc gtgctcggcc agcaggcgct gcagcgcgcg gatgtactcc 960 
acggctgagc gcagcgtctc caccttgctc agcttcttgc tggcgccgcc gtgcggcacg 1020 
tgctgccgca gcgcctggaa gcccaagttc accagcttca cgcggttgcg ctcgcgctca 1080 
ttgcgccgcg ctacggccgc tgcgccgcct ccggtctctg cggtggccgg tcgccgccgc 1140 
cggctgcagc gcaacagttc cggggacgcg ggtctccgcc gggcagcgca gccgacaggg 1200 
acggggggcg cagggggcgc ggacctgggc agtgtgccgc cgtccatcgc gcctgcatcc 1260 
acccgcccgc tccaggtccc ggcgcgccgc aggaaggtgc aggcagagga accggaggcg 1320 
acggggaaaa ctgtggcgcc ccaagggggc ttctggcacg gcgccgccag gcaactcccc 13 80 
agggcacgcg tcctaggtcg tctggagccc ggggatagga ggcctagtgg tggcaggccg 1440 



tacgcgccag ggagcgtggg acgctcgtgt cccgcgcgtg cggccggact ctcccaggtc 1500 
tccgcaggcg cggcgcaggc ggctggtttt taaatgtata gataaccctc ctccgcgccg 1560 
ccgccgtcgc ctttctcacg ccctccttcc ttcgcctcgc cctcccgcca cgcttcgccc 1620 
tccccctcgc gcgatcacat tctgtaaggc ccaaagcgtg cgcatgtccc cctagcccat 1680 
cccccggacg cagtccacag atccccagtg cgcccaactg gcgaaatctg cgagttcccg 1740 
gtgcgccccc tgctcccggc aggtacttag tgcgccccca aagcaaggta c 1791 

<210> 7 
<211> 361 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Met Cys Arg Lys Trp lie Leu Cys Ala Leu Arg Lys Ser Ser Pro Leu 

15 10 15 

Arg Lys Asn Leu Gin Val Leu Val Pro Pro Ala Pro Leu Gin Ser Arg 

20 25 30 

Ser Cys Gly Glu Gly Arg Arg Arg Arg Lys Pro Pro Ala Leu Met Gly 

35 40 45 

Pro Ala Pro Ser Pro Phe Pro Pro Arg His Trp Ser Gly Trp Ala Gly 

50 55 60 

Arg Thr Arg Arg Arg Arg Arg Cys Gly Gly Trp Trp Val Gly Pro Arg 
65 70 75 80 

Leu Ala Gly Gly Gly Ala Arg Ala Arg Ser Thr Leu Ala Gly Phe Pro 

85 90 95 

Gly Asp Glu Ala Arg Arg Pro Val Arg Ser Gly Phe Arg Gly Leu Arg 

100 105 110 

Leu He Arg Ser Arg Ala Leu Ser Ser Pro Leu Thr Ser Trp Arg Ser 

115 120 125 

Arg Val Ala Arg Ala Pro Gin Asp Ser Ala Arg Leu Arg Ser Arg Cys 

130 135 140 

Arg Pro Thr Ser Arg Arg Asn Ala Gly Ser Arg Ala Pro Ser Cys Pro 
145 150 155 160 

Arg Gly Pro Gly Thr Lys Lys Arg Gly Arg Ala Arg Arg Arg Pro Gly 

165 170 175 

Trp Ser Leu Ala Ala Arg Gly Ala Gin Thr Ala Ala Arg Pro Ala Ala 

180 185 190 

Ser Ala Leu Pro Pro Ala Arg Cys Ala Arg Arg Arg Ala Arg Pro Ala 

195 200 205 

Gly Ala Ala Ala Arg Gly Cys Thr Pro Arg Leu Ser Ala Ala Ser Pro 



210 

Pro Cys Ser Ala 
225 

Ala Pro Gly Ser 

His Cys Ala Ala 
260 

Pro Val Ala Ala 
275 

Ser Ala Gly Gin 
290 

Thr Trp Ala Val 
305 

Ser Arg Ser Arg 

Arg Arg Gly Lys 
340 

Pro Gly Asn Ser 
355 



215 

Ser Cys Trp Arg 
230 

Pro Ser Ser Pro 
245 

Leu Arg Pro Leu 

Ala Gly Cys Ser 
280 

Arg Ser Arg Gin 
295 

Cys Arg Arg Pro 
310 

Arg Ala Ala Gly 
325 

Leu Trp Arg Pro 

Pro Gly His Ala 
360 



220 

Arg Arg Ala Ala 
235 

Ala Ser Arg Gly 
250 

Arg Arg Leu Arg 
265 

Ala Thr Val Pro 

Gly Arg Gly Ala 
300 

Ser Arg Leu His 
315 

Arg Cys Arg Gin 
330 

Lys Gly Ala Ser 

345 

Ser 



Arg Ala Ala Ala 
240 

Cys Ala Arg Ala 
255 

Ser Leu Arg Trp 
270 

Gly Thr Arg Val 
285 

Gin Gly Ala Arg 

Pro Pro Ala Arg 
320 

Arg Asn Arg Arg 
335 

Gly Thr Ala Pro 
350 



<210> 8 
<211> 849 
<212> DNA 

<213> Influenzae virus and Homo sapiens 
<400> 8 

atggatccaa acactgtgtc aagctttcag gtagattgct ttctttggca tgtccgcaaa 60 
cgagttgcag accaagaact aggtgatgcc ccattccttg atcggcttcg ccgagatcag 120 
aaatccctaa gaggaagggg cagcaccctc ggtctggaca tcgagacagc cacacgtgct 180 
ggaaagcaga tagtggagcg gattctgaaa gaagaatccg atgaggcact taaaatgacc 240 
atggacggcg gcacactgcc caggtccgcg ccccctgcgc cccccgtccc tgtcggctgc 3 00 
gctgcccggc ggagacccgc gtccccggaa ctgttgcgct gcagccggcg gcggcgaccg 3 60 
gccaccgcag agaccggagg cggcgcagcg gccgtagcgc ggcgcaatga gcgcgagcgc 42 0 
aaccgcgtga agctggtgaa cttgggcttc caggcgctgc ggcagcacgt gccgcacggc 480 
ggcgccagca agaagctgag caaggtggag acgctgcgct cagccgtgga gtacatccgc 540 
gcgctgcagc gcctgctggc cgagcacgac gccgtgcgca acgcgctggc gggagggctg 600 
aggccgcagg ccgtgcggcc gtctgcgccc cgcgggccgc cagggaccac cccggtcgcc 660 
gcctcgccct cccgcgcttc ttcgtccccg ggccgcgggg gcagctcgga gcccggctcc 720 
ccgcgttccg cctactcgtc ggacgacagc ggctgcgaag gcgcgctgag tcctgcggag 780 



cgcgagctac tcgacttctc cagctggtta gggggctaca ctagtggcca ccatcaccat 840 
caccattaa 849 

<210> 9 
<211> 849 
<212> DNA 

<213> Influenzae virus and Homo sapiens 
<400> 9 

atggatccaa acactgtgtc aagctttcag gtagattgct ttctttggca tgtccgcaaa 60 
cgagttgcag accaagaact aggtgatgcc ccattccttg atcggcttcg ccgagatcag 12 0 
aaatccctaa gaggaagggg cagcaccctc ggtctggaca tcgagacagc cacacgtgct 180 
ggaaagcaga tagtggagcg gattctgaaa gaagaatccg atgaggcact taaaatgacc 240 
atggacggcg gcaccctgcc gcgttccgcg ccgccggcgc cgccagttcc ggttggctgc 3 00 
gctgcccgtc gccgtcccgc gtccccggaa ctgctgcgct gcagccgtcg ccgtcgcccg 3 60 
gccaccgcag agaccggagg cggcgcagcg gccgtagcgc ggcgcaatga gcgcgagcgc 42 0 
aaccgcgtga agctggtgaa cttgggcttc caggcgctgc ggcagcacgt gccgcacggc 480 
ggcgccagca agaagctgag caaggtggag acgctgcgct cagccgtgga gtacatccgc 540 
gcgctgcagc gcctgctggc cgagcacgac gccgtgcgca acgcgctggc gggagggctg 600 
aggccgcagg ccgtgcggcc gtctgcgccc cgcgggccgc cagggaccac cccggtcgcc 66 0 
gcctcgccct cccgcgcttc ttcgtccccg ggccgcgggg gcagctcgga gcccggctcc 72 0 
ccgcgttccg cctactcgtc ggacgacagc ggctgcgaag gcgcgctgag tcctgcggag 7 80 
cgcgagctac tcgacttctc cagctggtta gggggctaca ctagtggcca ccatcaccat 840 
caccattaa 849 

<210> 10 
<211> 282 
<212> PRT 

<213> Influenzae virus and Homo sapiens 
<400> 10 

Met Asp Pro Asn Thr Val Ser Ser Phe Gin Val Asp Cys Phe Leu Trp 

15 10 15 

His Val Arg Lys Arg Val Ala Asp Gin Glu Leu Gly Asp Ala Pro Phe 

20 25 30 

Leu Asp Arg Leu Arg Arg Asp Gin Lys Ser Leu Arg Gly Arg Gly Ser 

35 40 45 

Thr Leu Gly Leu Asp lie Glu Thr Ala Thr Arg Ala Gly Lys Gin lie 

50 55 60 

Val Glu Arg lie Leu Lys Glu Glu Ser Asp Glu Ala Leu Lys Met Thr 



65 70 75 80 

Met Asp Gly Gly Thr Leu Pro Arg Ser Ala Pro Pro Ala Pro Pro Val 

85 90 95 

Pro Val Gly Cys Ala Ala Arg Arg Arg Pro Ala Ser Pro Glu Leu Leu 

100 105 110 

Arg Cys Ser Arg Arg Arg Arg Pro Ala Thr Ala Glu Thr Gly Gly Gly 

115 120 125 

Ala Ala Ala Val Ala Arg Arg Asn Glu Arg Glu Arg Asn Arg Val Lys 

130 135 140 

Leu Val Asn Leu Gly Phe Gin Ala Leu Arg Gin His Val Pro His Gly 
145 150 155 160 

Gly Ala Ser Lys Lys Leu Ser Lys Val Glu Thr Leu Arg Ser Ala Val 

165 170 175 

Glu Tyr lie Arg Ala Leu Gin Arg Leu Leu Ala Glu His Asp Ala Val 

180 185 190 

Arg Asn Ala Leu Ala Gly Gly Leu Arg Pro Gin Ala Val Arg Pro Ser 

195 200 205 

Ala Pro Arg Gly Pro Pro Gly Thr Thr Pro Val Ala Ala Ser Pro Ser 

210 215 220 

Arg Ala Ser Ser Ser Pro Gly Arg Gly Gly Ser Ser Glu Pro Gly Ser 
225 230 235 240 

Pro Arg Ser Ala Tyr Ser Ser Asp Asp Ser Gly Cys Glu Gly Ala Leu 

245 250 255 

Ser Pro Ala Glu Arg Glu Leu Leu Asp Phe Ser Ser Trp Leu Gly Gly 

260 265 270 

Tyr Thr Ser Gly His His His His His His 
275 280 



<210> 11 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Met Tyr Ser Thr Ala Glu Arg Ser Val Ser Thr Leu Leu Ser Phe Leu 

15 10 15 

Leu Ala Pro Pro Cys Gly Thr Cys Cys Arg Ser Ala Trp Lys Pro Lys 

20 25 30 

Phe Thr Ser Phe Thr Arg Leu Arg Ser Arg Ser Leu Arg Arg Ala Thr 



35 40 45 

Ala Ala Ala Pro Pro Pro Val Ser Ala Val Ala Gly Arg Arg Arg Arg 

50 55 60 

Leu Gin Arg Asn Ser Ser Gly Asp Ala Gly Leu Arg Arg Ala Ala Gin 
65 70 75 80 

Pro Thr Gly Thr Gly Gly Ala Gly Gly Ala Asp Leu Gly Ser Val Pro 

85 90 95 

Pro Ser lie Ala Pro Ala Ser Thr Arg Pro Leu Gin Val Pro Ala Arg 

100 105 110 

Arg Arg Lys Val Gin Ala Glu Glu Pro Glu Ala Thr Gly Lys Thr Val 

115 120 125 

Ala Pro Gin Gly Gly Phe Trp His Gly Ala Ala Arg Gin Leu Pro Arg 

130 135 140 

Ala Arg Val Leu Gly Arg Leu Glu Pro Gly Asp Arg Arg Pro Ser Gly 
14 5 150 155 160 

Gly Arg Pro Tyr Ala Pro Gly Ser Val Gly Arg Ser Cys Pro Ala Arg 

165 170 175 

Ala Ala Gly Leu Ser Gin Val Ser Ala Gly Ala Ala Gin Ala Ala Gly 
180 185 190 

Phe 



<210> 12 
<211> 263 
<212> PRT 

<213> Mus musculus 
<400> 12 

Met Glu Ala His Leu Asp Trp Tyr 

1 5 
Ser Asp Ala Cys Pro Arg Glu Ser 
20 

Arg Glu Gly Ala Asn Val His Phe 

35 40 
His Phe Ser Cys Ala Ala Pro Glu 

50 55 
Asn Ala Ser Leu Met Asp Gly Gly 
65 70 
Ser Ser Gly Val Ala Gly Ala Cys 



Gly Val Pro Gly Leu Gin Glu Ala 

10 15 
Cys Ser Ser Ala Leu Pro Glu Ala 
25 30 
Pro Pro His Pro Val Pro Arg Glu 
45 

Leu Val Ala Gly Ala Gin Gly Leu 
60 

Ala Leu Pro Arg Leu Met Pro Thr 

75 80 
Ala Ala Arg Arg Arg Gin Ala Ser 



Pro Glu Leu Leu 
100 

Ala Ser Ser Ser 
115 

Asn Arg Val Lys 
130 

Val Pro His Gly 
145 

Arg Ser Ala Val 

His Asp Ala Val 
180 

Thr Pro Pro Ser 
195 

Ala Ser Leu Ser 
210 

Cys Ser Glu Pro 
225 

Ser Cys Glu Gly 

Ser Ser Trp Leu 
260 



85 

Arg Cys Ser Arg 

Ser Ala Ala Val 
120 

Leu Val Asn Leu 
135 

Gly Ala Asn Lys 
150 

Glu Tyr lie Arg 
165 

Arg Ala Ala Leu 

Asp Glu Cys Ala 
200 

Cys Ala Ser Thr 
215 

Thr Ser Pro Arg 
230 

Glu Leu Ser Pro 
245 

Gly Gly Tyr 



90 

Arg Arg Arg Ser 
105 

Ala Arg Arg Asn 

Gly Phe Gin Ala 
140 

Lys Leu Ser Lys 
155 

Ala Leu Gin Arg 
170 

Ala Gly Gly Leu 
185 

Gin Pro Ser Ala 

Ser Pro Ser Pro 
220 

Ser Ala Tyr Ser 
235 

Met Glu Gin Glu 
250 



95 

Gly Ala Thr Glu 
110 

Glu Arg Glu Arg 
125 

Leu Arg Gin His 

Val Glu Thr Leu 
160 

Leu Leu Ala Glu 
175 

Leu Thr Pro Ala 
190 

Ser Pro Ala Ser 
205 

Asp Arg Leu Gly 

Ser Glu Glu Ser 
240 

Leu Leu Asp Phe 
255 



<210> 13 

<211> 1051 

<212> DNA 

<213> Mus musculus 

<220> 

<221> unsure 
<222> (810) 

<223> Wherein n can be a, c, t, or g 
<400> 13 

gcccggagca tggaagcacg tcagctaggc catgaactgc acccgggagg ggtgggggtg 60 
gaagcgcacg gtgtcagctt tgcagaatgt gtacaccaag gggagggcga ggcgaaggaa 120 
ggagggcgta agaaaggagg cggtggcggg gcggaggaga ttatctatac tttttaaaaa 180 
aaaggagcct cttagccgcg taaaggagac ttggggagcg cctgacagca cgcgcgggac 240 



acgagagtac 


cacgcttccc 


tactcttttc 


agaccttgac 


tggtacgggg 


tcccaggact 


300 


gcaggaggcc 


agcgacgcgt 


gccctaggga 


gtcctgcagc 


agtgccctgc 


ctgaggcccg 


360 


tgaaggtgca 


aacgtccact 


tcccaccgca 


cccggttcct 


cgcgagcact 


tttcctgtgc 


420 


cgcaccagaa 


ctcgtagcag 


gggcccaggg 


gctgaatgca 


agcttgatgg 


acggcggcgc 


480 


gctgcccaga 


ctcatgccca 


cctcgtctgg 


agtcgctgga 


gcctgcgctg 


ctcggcQqag 

1ZJ Z3 


540 


acaagcgtct 


ccggaattgc 


tgcgctgcag 


ccggcggcgg 


cgatctggag 


caaccgaggc 


600 


t^cty^ciyt^ciyv^ 


ULyycy n»»v_y 




-q f- fr :=i rr c~r c 
uaatyay L y ^— 


ydyoy^dcn— 


ci c r~r \~ ^ ^ ^ /~t r~" t~~ 
yv^y uexcicty l. 


D O U 


ggtaaacttg 


ggcttccagg 


cgctgcggca 


gcacgtgccg 


cacggcggcg 


ccaacaagaa 


720 


gctgagtaag 


gtggagacgc 


tgcgctccgc 


ggtagagtac 


attcgtgcgc 


tgcagcggct 


780 


gctcgcagag 


cacgacacgg 


tgcggccggn 


gctcgctggg 


gggctgttaa 


cacccgctac 


840 


tccgccgtcc 


gatgagtgca 


cgcagccctc 


tgcctcccct 


gccagcgggt 


ctctgtcctg 


900 


cgcctctacg 


tctccgtccc 


ggaccctggg 


ctgctctgag 


cctacctccc 


cgcgctccgc 


960 


ctactcgtcg 


gaggaaagca 


gctgcgaggg 


agagctaagc 


ccgatggagc 


aggagctgct 


1020 


tgacttttcc 


agttggttag 


ggggctactg 


a 






1051 



<210> 14 
<211> 260 
<212> PRT 

<213> Rattus rattus 
<400> 14 

Met Glu Ser His Phe Asn 

1 5 
Ser Asp Ala Cys Pro Arg 
20 

Arg Glu Gly Ala Asn Val 
35 

His Phe Ser Cys Gly Ala 
50 

Asn Ala Ser Leu Met Asp 
65 70 
Ser Ser Gly Val Ala Gly 
85 

Pro Glu Leu Leu Arg Cys 
100 

Ala Ser Ser Ser Ser Ala 
115 

Asn Arg Val Lys Leu Val 
130 

Val Pro His Gly Gly Ala 



Trp Tyr Gly Val Pro 
10 

Glu Ser Cys Ser Ser 
25 

His Phe Pro Pro His 
40 

Pro Lys Pro Val Ala 
55 

Gly Gly Ala Leu Pro 
75 

Ala Cys Thr Ala Arg 
90 

Ser Arg Arg Arg Arg 
105 

Ala Val Ala Arg Arg 
120 

Asn Leu Gly Phe Gin 
135 

Asn Lys Lys Leu Ser 



Arg Leu Gin Lys Ala 
15 

Ala Leu Pro Glu Ala 
30 

Pro Val Pro Arg Glu 
45 

Gly Ala Pro Ala Leu 
60 

Arg Leu Val Pro Thr 
80 

Arg Arg Pro Pro Ser 
95 

Ser Gly Ala Thr Glu 
110 

Asn Glu Arg Glu Arg 
125 

Ala Leu Arg Gin His 
140 

Lys Val Glu Thr Leu 



145 150 155 160 

Arg Ser Ala Val Glu Tyr lie Arg Ala Leu Gin Arg Leu Leu Ala Glu 

165 170 175 

His Asp Ala Val Arg Ala Ala Leu Ser Gly Gly Leu Leu Thr Pro Ala 

180 185 190 

Thr Arg Pro Ser Asp Val Cys Thr Gin Pro Ser Ala Ser Pro Ala Ser 

195 200 205 

Ala Ser Leu Ser Cys Thr Ser Thr Ser Pro Asp Arg Leu Gly Cys Ser 

210 215 220 

Glu Pro Ala Ser Pro Arg Ser Ala Tyr Ser Ser Glu Asp Ser Ser Cys 
225 230 235 240 

Glu Gly Glu Thr Tyr Pro Met Gly Gin Met Phe Asp Phe Ser Asn Trp 
245 250 255 

Leu Gly Gly Tyr 
260 



<210> 15 
<211> 1526 
<212> DNA 

<213> Rattus rattus 
<400> 15 

ttcacccggc tgcaagcgct aggtgtacgg agacctggca gctcttgggg cttaaggact 60 
gagcrccaga gccggtggag gttcctgtgg agtacattcg gaccctctca cagcccccga 120 
gagtgcggga cgtgcggagc gcagttcggg atctgcactc gaggacttgt cgaggacgca 180 
ttaagctaag catctgctcg gagcatggaa tcgcacttta actggtacgg ggtcccaagg 240 
ctccagaagg ctagcgacgc gtgccctagg gaatcctgca gcagtgccct gcctgaggcc 3 00 
cgtgaaggtg cgaacgtcca cttcccaccg cacccggttc ctcgcgagca cttttcctgt 3 60 
ggcgcaccga aacccgtagc gggggccccg gcgctgaatg caagcttgat ggacggcggc 420 
gcgctgccca gactcgtgcc cacctcgtct ggagtcgctg gagcctgcac tgctcggcgg 480 
agacccccgt ccccggaact gcttcgctgc agccgacggc ggcgatcggg agcaaccgag 540 
gccagcagca gctcggcggc cgtggcacgc cgcaatgagc gtgagcgcaa ccgcgtaaag 600 
ctggtaaact tgggcttcca ggcgctgcgg cagcacgtgc cgcacggcgg cgccaacaag 660 
aagctgagta aggtggagac gctgcgctcc gcggtagagt acatccgtgc gctgcagcgg 72 0 
ctgctagcag agcacgacgc ggtgcgtgct gcgctctctg ggggtctatt aacacccgct 7 80 
actcggccgt ccgatgtgtg cacgcagccc tccgcctccc ctgccagcgc gtctctgtcc 840 
tgcacctcta catccccaga ccgcctaggc tgctccgagc ctgcctctcc gcgctccgcc 900 
tactcgtcgg aggacagcag ctgcgaggga gagacttacc cgatggggca gatgtttgac 960 
ttttccaatt ggttaggggg ctactgagca ccccacaccc ctaagctgcg tccctgggtg 1020 



tcccctggtg gacctacctg cgtttcttgc ccaggaaacc tgggcccatg ccttacccat 1080 
gctgtctagt gcagcctgac caaatgccaa gtactgacct ctgctcggcc tccacgccgc 1140 
ggaatgacat cttccatctc ccagtccttg ccgaaccagg acttggaaat ttctcaggag 1200 
aaagaatttt acaatgacaa tctgcttttt atcaattaac ttgaactgct ggaggactct 1260 
gctgaaaata tgaagaatta tttttataca aaggatcctt aagcttggag cacaataaag 1320 
atgacctctg tctctcaccc ccactgtcta gaactttcca acctggccaa agtgtggacg 13 80 
ggtcgggccc tgagggcaag atgcctggct gcacccttct tcctcttccg aagcctatcc 1440 
tgacgctgat gtttggccag tgtgggaacc ctgctattgc aaagtgtact attctataaa 1500 
agttgttttt cattggaaag gaattc 1526 

<210> 16 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Lys Leu Val Asn Leu Gly Phe Gin Ala Leu 
15 10 



<210> 17 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 17 

Glu Leu Leu Asp Phe Ser Ser Trp Leu 
1 5 



<210> 18 

<211> 9 

<212> PRT 

<213> Homo sapiens 



<400> 18 

Arg Leu Leu Ala Glu His Asp Ala Val 



<210> 19 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 19 

Lys Leu Val Asn Leu Gly Phe Gin Ala 
1 5 



<210> 20 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Glu Tyr lie Arg Ala Leu Gin Arg Leu 
1 5 



<210> 21 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 21 

Glu Tyr lie Arg Ala Leu Gin Arg Leu Leu 
15 10 



<210> 22 
<211> 10 
<212> PRT 

<213> Homo sapiens 



<400> 22 

Ala Val Arg Asn Ala Leu Ala Gly Gly Leu 
15 10 



t 



<210> 23 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 23 

Ser Glu Pro Gly Ser Pro Arg Ser Ala Tyr 
15 10 

<210> 24 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Val Glu Thr Leu Arg Ser Ala Val Glu Tyr 
15 10 



<210> 25 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 25 

lie Arg Ala Leu Gin Arg Leu Leu Ala 
1 5 

<210> 26 

<211> 9 

<212> PRT 

<213> Homo sapiens 



<400> 26 

Leu Arg Pro Gin Ala Val Arg Pro Ser 
1 5 



<210> 27 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 27 

Leu Arg Gin His Val Pro His Gly Gly 
1 5 

<210> 28 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 28 

Leu Gly Phe Gin Ala Leu Arg Gin His 
1 5 

<210> 29 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 29 

Val Arg Asn Ala Leu Ala Gly Gly Leu 
1 5 

<210> 30 
<211> 9 
<212> PRT 

<213> Homo sapiens 



<400> 30 

Tyr lie Arg Ala Leu Gin Arg Leu Leu 
1 5 



<210> 31 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 31 

Leu Val Asn Leu Gly Phe Gin Ala Leu 
1 5 



<210> 32 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Val Glu Tyr lie Arg Ala Leu Gin Arg 
1 5 



<210> 33 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 33 

Leu Leu Arg Cys Ser Arg Arg Arg Arg 
1 5 



<210> 34 

<211> 654 

<212> DNA 

<213> Homo sapiens 

<400> 34 

atggctagca tgactggtgg acagcaaatg ggtcgggatc ccatggacgg cggcacactg 60 

cccaggtccg cgccccctgc gccccccgtc cctgtcggct gcgctgcccg gcggagaccc 12 0 

gcgtccccgg aactgttgcg ctgcagccgg cggcggcgac cggccaccgc agagaccgga 180 

ggcggcgcag cggccgtagc gcggcgcaat gagcgcgagc gcaaccgcgt gaagctggtg 240 



aacttgggct tccaggcgct gcggcagcac gtgccgcacg gcggcgccag caagaagctg 3 00 
agcaaggtgg agacgctgcg ctcagccgtg gagtacatcc gcgcgctgca gcgcctgctg 360 
gccgagcacg acgccgtgcg caacgcgctg gcgggagggc tgaggccgca ggccgtgcgg 420 
ccgtctgcgc cccgcgggcc gccagggacc accccggtcg ccgcctcgcc ctcccgcgct 480 
tcttcgtccc cgggccgcgg gggcagctcg gagcccggct ccccgcgttc cgcctactcg 540 
tcggacgaca gcggctgcga aggcgcgctg agtcctgcgg agcgcgagct actcgacttc 600 
tccagctggt tagggggcta cactagtctc gagcaccacc accaccacca ctga 654 

<210> 35 
<211> 217 
<212> PRT 

<213> Homo sapiens 
<400> 35 

Met Ala Ser Met Thr Gly Gly Gin Gin Met Gly Arg Asp Pro Met Asp 

15 10 15 

Gly Gly Thr Leu Pro Arg Ser Ala Pro Pro Ala Pro Pro Val Pro Val 

20 25 30 

Gly Cys Ala Ala Arg Arg Arg Pro Ala Ser Pro Glu Leu Leu Arg Cys 

35 40 45 

Ser Arg Arg Arg Arg Pro Ala Thr Ala Glu Thr Gly Gly Gly Ala Ala 

50 55 60 

Ala Val Ala Arg Arg Asn Glu Arg Glu Arg Asn Arg Val Lys Leu Val 
65 70 75 80 

Asn Leu Gly Phe Gin Ala Leu Arg Gin His Val Pro His Gly Gly Ala 

85 90 95 

Ser Lys Lys Leu Ser Lys Val Glu Thr Leu Arg Ser Ala Val Glu Tyr 

100 105 110 

lie Arg Ala Leu Gin Arg Leu Leu Ala Glu His Asp Ala Val Arg Asn 

115 120 125 

Ala Leu Ala Gly Gly Leu Arg Pro Gin Ala Val Arg Pro Ser Ala Pro 

130 135 140 

Arg Gly Pro Pro Gly Thr Thr Pro Val Ala Ala Ser Pro Ser Arg Ala 
145 150 155 160 

Ser Ser Ser Pro Gly Arg Gly Gly Ser Ser Glu Pro Gly Ser Pro Arg 

165 170 175 

Ser Ala Tyr Ser Ser Asp Asp Ser Gly Cys Glu Gly Ala Leu Ser Pro 

180 185 190 

Ala Glu Arg Glu Leu Leu Asp Phe Ser Ser Trp Leu Gly Gly Tyr Thr 



195 200 205 

Ser Leu Glu His His His His His His 
210 215 



<210> 36 

<211> 654 

<212> DNA 

<213> Homo sapiens 



<400> 36 

atggctagca tgactggtgg acagcaaatg ggtcgggatc ccatggacgg tggtaccctg 60 
ccgcgttccg ctccgccggc tccgccggtt ccggttggtt gcgctgctcg tcgtcgtccg 12 0 
gcttccccgg aactgctgcg ttgctcccgt cgtcgtcgtc cggctaccgc agagaccgga 18 0 
ggcggcgcag cggccgtagc gcggcgcaat gagcgcgagc gcaaccgcgt gaagctggtg 240 
aacttgggct tccaggcgct gcggcagcac gtgccgcacg gcggcgccag caagaagctg 3 00 
agcaaggtgg agacgctgcg ctcagccgtg gagtacatcc gcgcgctgca gcgcctgctg 3 60 
gccgagcacg acgccgtgcg caacgcgctg gcgggagggc tgaggccgca ggccgtgcgg 42 0 
ccgtctgcgc cccgcgggcc gccagggacc accccggtcg ccgcctcgcc ctcccgcgct 480 
tcttcgtccc cgggccgcgg gggcagctcg gagcccggct ccccgcgttc cgcctactcg 540 
tcggacgaca gcggctgcga aggcgcgctg agtcctgcgg agcgcgagct actcgacttc 600 
tccagctggt tagggggcta cactagtctc gagcaccacc accaccacca ctga 654 



<210> 37 

<211> 654 

<212> DNA 

<213> Homo sapiens 



<400> 37 

atggctagca tgactggtgg acagcaaatg ggtcgggatc ccatggatgg tggtactctg 60 
ccacgttctg ctccgccagc tccaccggtt ccggtaggtt gtgctgcacg tcgccgtcca 120 
gcttctccag aactgcttcg ttgttctcgt cgcagacgtc cagctaccgc agagaccgga 180 
ggcggcgcag cggccgtagc gcggcgcaat gagcgcgagc gcaaccgcgt gaagctggtg 240 
aacttgggct tccaggcgct gcggcagcac gtgccgcacg gcggcgccag caagaagctg 300 
agcaaggtgg agacgctgcg ctcagccgtg gagtacatcc gcgcgctgca gcgcctgctg 3 60 
gccgagcacg acgccgtgcg caacgcgctg gcgggagggc tgaggccgca ggccgtgcgg 420 
ccgtctgcgc cccgcgggcc gccagggacc accccggtcg ccgcctcgcc ctcccgcgct 480 
tcttcgtccc cgggccgcgg gggcagctcg gagcccggct ccccgcgttc cgcctactcg 540 
tcggacgaca gcggctgcga aggcgcgctg agtcctgcgg agcgcgagct actcgacttc 600 
tccagctggt tagggggcta cactagtctc gagcaccacc accaccacca ctga 654 



